Background: Ixodes ricinus is the predominant tick species in Europe and the primary 17 pathogen vector for both humans and animals. These ticks are frequently involved in the 18 transmission of Borrelia burgdorferi sensu lato, the causative agents of Lyme borreliosis. While 19 much more is known about I. ricinus tick-borne pathogen composition, information about 20 temporal tick-borne pathogen patterns remain scarce. These data are crucial for predicting 21 seasonal/annual patterns which could improve understanding and prevent tick-borne 22 diseases.
Detected pathogens and their prevalence in tick population 234 Due to technical problems, DNA was extracted and analysed only from 1044 nymphs 235 among the 1098 previously mentioned. 46 were negative for at least one positive control and 236 thus have been removed from the analysis. From the 998 remaining DNA samples, 15.9%
237
[13.7%, 18.3%] were positive for at least one tested pathogen, which belong to three bacterial 238 and one protozoan genera: Anaplasma, Borrelia, Rickettsia and Babesia ( Table 1) . 239 Pathogens belonging to the Anaplasma genus were detected in 5. 4% In order to determine if the prevalence of TBP was different within and between years, 
Ixodes ricinus density and seasonal dynamics 361
This three-year survey demonstrated a clear seasonal pattern in I. ricinus density, with 362 a marked peak of questing nymphs in spring and a smaller peak in autumn. Low, but present 363 activity was detected in winter, as has been observed in Germany [27] . In addition to these 364 general patterns, some unexpected data were observed, the most striking being no peak 365 activity in spring 2017 (April and May) with tick densities very similar to those recorded in 366 March. Abiotic factors such as temperature, relative humidity, and rainfall, or fluctuating host 367 numbers in the sampling area are known to influence questing tick abundance and activity 368
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